. PfAlbas localize to perinuclear foci in ring stages and expand to the cytoplasm in more mature forms. (A) Immunofluorescence analysis of PfAlba1, PfAlba2 and Pfalba4 distribution during the parasite blood stage (Rings, Trophozoites, Schizonts). Scale bars represent 1 μm. (B) Immunoflurescence followed by confocal microscopy analysis of 3D7 schizont-stage parasites stained with anti-Pfalba4 and anti-PfSir2 antibodies. Scale bar represents 1 μm. The inset shows a region of the schizont cytoplasm containing PfSir2, but not PfAlba4. (C) Immuno-EM performed on ring stage parasites (left panel) using anti-PfAlba1 antibodies bound to 10 nm gold particles and anti-H3 antibodies bound to 15 nM gold particles and immuno-EM performed on schizont stage parasites (right panel) using anti-PfAlba1 antibodies bound to 10 nm gold particles. The blown out image shows a single developing merozoite within the schizont presented above. n=nucleus, c=cytoplasm, r=rhoptry. Figure S4 . P. falciparum Alba domains may adopt a conserved tertiary structure similar to that of archaeal Alba proteins. (A) Sequence alignment of the Alba domains of PfAlba1-4 indicates that, in addition to the conserved residues that define the Alba domain, some diversity exists. This suggests that the PfAlbas could harbor different nucleic acid binding properties. The lysine from the conserved loop that is acetylated by Sir2 in Sso10b is depicted in red. (B) Molecular models of PfAlba domains (red) based on the crystal structure of the Sulfolobus solfataricus Alba (blue; PDB ID 1h0X). 
